The title compound, C 23 H 32 N 2 O, adopts an E conformation about the C N bond. The dihedral angle between the aromatic rings is 25.39 (14) . One of the tert-butyl groups has rotational disorder, with site occupancies of 0.716 (3) and 0.284 (3). An intramolecular O-HÁ Á ÁN hydrogen bond is present, forming an S(6) ring motif.
Structure description
Schiff bases have attracted much attention for their biological properties such as antibacterial, anti-cancer and antitumor (Ida Malarselvi et al., 2016; Khattab, 2005; Karthikeyan et al., 2006) . We herein report the crystal structure of title compound, which contains a C N bond (Fig. 1) .
Bond lengths in the title compound are comparable with those in a similar structure (Fun et al., 2013) . The dihedral angle between the aromatic rings (C3-C8 and C10-C15) is 25.39 (14) . The conformation of the C N (C9 N2) bond of this Schiff base is E and the intramolecular O1-H1Á Á ÁN2 hydrogen bond forms an S(6) ring-motif ( Fig. 1 and Table 1 ). There are no significant intermolecular interactions beyond normal van der Waals contacts present in the crystal structure.
Synthesis and crystallization
An ethanolic solution of N,N-dimethyl-1,4-phenylenediamine (5 mmol) was stirred magnetically in a round-bottom flask followed by dropwise addition of 3,5-di-tert-butyl-2hydroxybenzaldehyde (5 mmol) containing 2-3 drops of glacial acetic acid. The reaction mixture was stirred for 1 h and then refluxed for 2-3 h. Upon cooling to room data reports temperature, the yellow precipitate formed was filtered and dried in vacuo over anhydrous calcium chloride. Single crystals suitable for X-ray diffraction were obtained by slow evaporation of a solution of the title compound in dimethylformamide at room temperature.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . One of the tert-butyl groups shows rotational disorder with major components of C21, C22 and C23 having site occupancies 0.716 (3) and minor components of C21 0 , C22 0 and C23 0 site occupancies of 0.284 (3). The anisotropic displacement parameters of the disordered C atoms were restrained by SIMU instructions within 0.001 as standard deviations. Rigid-bond restraints were applied for bonds C20-C21, C20-C21 0 , C20-C22, C20-C22 0 , C20-C23 and C20-C23 0 with a standard deviation of 0.001 using the DELU instruction during the final cycles of the SHELXL refinement. Computer programs: APEX2 and SAINT (Bruker, 2004) , SHELXS97 (Sheldrick, 2008) , SHELXL2016/4 (Sheldrick, 2015) and PLATON (Spek, 2009) . Table 1 Hydrogen-bond geometry (Å , ).
The molecular structure of the title compound, with the atom labelling and 30% probability displacement ellipsoids. The intramolecular O1-H1Á Á ÁN2 hydrogen bond is shown as a dashed line. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.48 e Å −3 Δρ min = −0.40 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) N1-C1-H1A 109.5 C16-C18-H18B 109.5 N1-C1-H1B 109.5 H18A-C18-H18B 109.5
